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The authors would like to apologize for the incorrect labeling of [Figure 5](#gkt202-F1){ref-type="fig"}, with respect to the phosphopeptide-binding characteristics of BRCT3 in human TopBP1. Figure 5.BRCT-domain classes in TopBP1 and other BRCT domain proteins. (**A**) Array of the linkers connecting consecutive BRCT domains in structurally characterized tandem BRCT proteins. The linker segments in the triple-BRCT structure of TopBP1 (1--290) are substantially shorter, resulting in the novel non-canonical domain arrangement. (**B**) Assignment of BRCT-domain classes in TopBP1. Domains 1, 2, 5 and 7 show the characteristics of phosphopeptide binding, but only BRCT7:8 resembles the canonical tandem pair arrangement found in checkpoint mediators, such as Crb2, BRCA1 and so forth.

The figure and its associated legend have been corrected---indicating that BRCT3 is predicted to be a non--phospho-binding singleton---which are now consistent with both the text of the manuscript and the information presented in Table 2.

This correction does not influence the validity of the results and the conclusions of this article.
